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Comprehensive genome-wide analyses
elucidate regulatory mechanisms in pluripotent
stem cells and somatic cell reprogramming

Mar 9, 2022 15:00-16:00 Zoom

Takuya Yamamoto, PhD

Department of Life Science Frontiers,

Center for iPS Cell Research & Application, Kyoto University
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Please register by filling in the Google form using the QR code.
We will inform you the URL for the Zoom meeting later. ;

https://docs.google.com/forms/d/1W7Qr30QaPhXCP4JyxBm0BLmvZhqM8wV7B5Haps8v7YE/edit
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