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Director : SATO Ken

—Aiming to create next generation endocrinology and metabolism—

Research at the Institute for Molecular and Cellular
Regulation (IMCR) focuses on the endocrine and
metabolic systems and aims at elucidating the
molecular mechanisms responsible for homeostasis of
the living body using various experimental models,
from cell lines to animal models. We also promote the
study of diseases that are caused by defects in the
endocrine and metabolic systems, particularly
lifestyle-related diseases, such as diabetes,
dyslipidemia, obesity, and cancer. As the only
fundamental medical research institute on the
endocrine and metabolic systems in Japan, our institute
has been highly esteemed at home and abroad. From
2013, we established a lifestyle disease analysis center
for the purpose of “Elucidation of the etiology of
lifestyle diseases and search for molecular targets by
genome and epigenome analyses” and aim to further
develop as an international research and education
base.

Our Institute was formed in 1994 from the Institute
of Endocrinology, which was originally established in
1963. When the Institute of Endocrinology was
established, there were many patients who suffered
from thyroid diseases because of insufficient seaweed
intake in Gunma Prefecture. At that time, our institute
had conducted research focusing on the role of thyroid
hormones and related diseases and had revealed the
mechanisms of thyroid hormone production and its
physiological roles. Moreover, we elucidated the role of
a new hormone, motilin, that is secreted from the
small intestine. Subsequently, due to remarkable
developments in life sciences, our institute was
reformed into the Institute for Molecular and Cellular
Regulation (IMCR) in 1994, in order to understand not
only the so-called “hormone research”, but also
metabolic and endocrine mechanisms in the living
body from a broader viewpoint. Along with this
reorganization, we have begun research on other
bioactive substances, such as growth factors,
cytokines, and lipid mediators, as well as typical

hormones. Furthermore, we have made efforts to
investigate pathological conditions and pathogenesis of
lifestyle-related diseases, such as diabetes, obesity,
cancer, and chronic inflammation. As a result, our
institute was selected as the center of the 21st
Century COE Program from 2002 to 2006, and
thereafter as the center of the Global COE Program
from 2007 to 2011. Additionally, since our institute was
selected as a “Joint/Usage Research Program for
Endocrine/Metabolism” center in 2010, we are
promoting research aimed at comprehensive
elucidation of molecular mechanisms that regulate
endocrine and metabolic systems throughout the body,
through active collaboration with domestic and foreign
researchers and distribution of our various research
resources to them.

With the remarkable progress of life sciences, our
institute is experiencing a change towards a new era.
At present, in addition to research on endocrine
hormones, such as insulin and glucagon, we are also
conducting research on novel physiological functions of
adipocytes, which have drawn attention recently, and
development of new metabolic control technology using
genome editing. Additionally, our institute has initiated
the study of the relationship between brain function
and food preference and food intake, as well as the
relationship between lifestyle-related diseases and
brain diseases. We are also working on the elucidation
of general molecular mechanisms that maintain
homeostasis using various model organisms. Thus, we
would like to usher in a new era of endocrinology and
metabolism research by organically linking the two
pillars of “traditional endocrine and metabolic
research” and “leading basic medical research” to meet
the needs of society. We would like to contribute to the
research community, as well as focus on fostering
excellent young scientists as a joint research center.
We appreciate your continued support and cooperation
for our research.
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Specific aims
Membrane trafficking plays essential roles not only in secretion and
nutrient uptake but also in various physiological processes such as
those involving the endocrine system, metabolic system and nervous
system and those occurring during development in animals. In our
laboratory, we study the molecular mechanisms and physiological
functions of membrane trafficking in multicellular organisms by using
the nematode Caenorhabditis elegans and mice as model systems.

» On-going projects

1. Analysis of molecular mechanisms underlying

low-density lipoprotein trafficking

Low-density lipoprotein (LDL) consists of core proteins and
lipids such as cholesterol. In mammals, LDL is recognized by the
LDL receptor on the cell surface and is then taken up by cells via
receptor-mediated endocytosis. This process is important for
removing LDL from the blood and maintaining a normal level of
LDL. Interestingly, the characteristics of C. elegans yolk are quite
similar to those of mammalian LDL. In C. elegans, yolk is secreted
from the intestine and taken up by oocytes via receptor-mediated
endocytosis. We are studying the molecular mechanism
underlying LDL trafficking by utilizing the advanced genetic
techniques that are available for C. elegans. We are also studying
the physiological functions of mammalian homologues of the
genes identified by C. elegans genetic studies by generating
knockout mice.

Department of Molecular and Cellular Biology

Laboratory of Molecular Traffic

2. Analysis of physiological functions of membrane
trafficking during development

To elucidate the physiological functions of membrane trafficking
during development in animals, we are utilizing C. elegans as a
model system for the study of oogenesis, fertilization and
embryogenesis. We have identified a novel type of
developmentally regulated cortical granules in C. elegans oocytes.
We are trying to clarify the molecular mechanisms underlying the
biogenesis and exocytosis of the cortical granules as a model of
regulated secretion. Recently, we also found that
fertilization-induced autophagy is responsible for selective
degradation of paternal mitochondria and, thereby, of maternal
inheritance of mitochondrial DNA. We are now studying these
phenomena during development in mammals by using a live
imaging system of mouse embryos.

3. Analysis of molecular mechanisms underlying
intracellular trafficking of insulin precursor

Insulin is a pivotal endocrine hormone that is secreted from
pancreatic B cells as the blood glucose level rises and acts to
regulate blood glucose. However, it is still largely unknown about
the mechanism by which a large amount of newly synthesized
insulin precursors in the endoplasmic reticulum (ER) are efficiently
exported to the Golgi apparatus. We are studying the molecular
mechanisms underlying the ER export mechanism of the insulin
precursor.

BT DAFIRR

Morita A, Satouh Y, Kosako H, Kobayashi H, Iwase A and Sato K*.
Clathrin-mediated endocytosis is essential for the selective degradation of
maternal membrane proteins and preimplantation development.
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Specific aims

We seek to understand the molecular mechanisms
which will provide novel approaches for the treatment
of lifestyle-related diseases such as obesity and
diabetes mellitus. Transcription factors and epigenetic
factors are the two main focuses of our study. These
factors regulate gene expression in response to chronic
changes of environmental conditions as well as acute
stimuli from outside of the body. We try to elucidate
how lifestyle affects future development of metabolic
diseases through epigenetic memory of environmental
changes.

» On-going projects

One of our on-going projects is translating multivalent
histone codes written in adipocytes in response to
extracellular stimuli or differentiation. We speculate that some
of extracellular stimuli result in the changes of concentration
of intra-cellular metabolites, which affect the enzyme activity
of histone modifiers. Thus, the certain metabolic state is
memorized as physical constitution through modulating
histone marks. We seek to establish a new technique to
re-write epigenetic memory and reduce the risk of future
development of metabolic diseases.
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Specific aims

Using C. elegans as a model system, we are interested in
the regulation of organelle dynamics during animal
development. In particular, we explore the mechanisms
and physiological roles of autophagy and endocytosis in
fertilized eggs by using genetic and cell biological
approaches.

» On-going projects
1. Autophagy of paternal mitochondria in C. elegans
embryos
During the development of multicellular organisms, each
cell changes its nature through the remodeling of cellular
constituents. In particular, fertilization triggers dramatic
cellular remodeling, called the “oocyte-to-zygote (embryo)
transition”. We have shown that lysosomal pathways are
transiently activated in this period and promote selective
turnover of maternally and paternally inherited proteins and
organelles (Fig. 2). Upon fertilization, autophagy is locally
induced around penetrating sperm and selectively degrades
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paternal mitochondria (Fig. 3). This autophagic degradation
of the paternal mitochondria also explains why
mitochondrial DNA is maternally inherited. We are trying to
elucidate how paternal organelles are recognized and
selectively engulfed by autophagosomes. We are also
interested in the physiological and evolutional significance of
this autophagic degradation of paternal organelles.

2. Endocytic degradation of maternal membrane

proteins in C. elegans embryos

In addition to autophagy, endocytosis is also upregulated
after fertilization and downregulates maternal membrane
proteins through the multivesicular body (MVB) pathway
(Fig. 2). We found that K63-linked ubiquitination of the
substrates is involved in these processes (Fig. 4). We are
trying to elucidate molecular mechanisms of this selective
endocytosis and the signaling pathway that induces
ubiquitination after fertilization.
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Specific aims

Appropriate dietary balance and metabolic regulations vary with
each life stage from birth to aging. Using the fruit fly, Drosophila
melanogaster, as a model organism, our laboratory aims to
understand the basic principles of metabolic homeostasis
throughout life history. In particular, we are focusing on the
nutritional response immediately after birth, metabolic
homeostasis specific to the transition from growth to sexual
maturity, and changes in physiological functions associated
with aging. Based on these basic researches, we will contribute

to the understanding of the pathogenesis and pathophysiology
of diseases caused by the breakdown of endocrine hormones
and metabolic homeostasis.

» On-going projects

1. Local regulation of insulin function by insulin-binding
proteins.

2. Regulatory mechanisms of glycogen and lipid metabolism
specific to maturation

3. Elucidation of the molecular basis of postnatal metabolic
adaptation.

4. Technology development for metabolome and hormone
analysis using mass spectrometry
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Specific aims
1) Physiological mechanism of regulated exocytosis and its disorders
We investigate the roles of the small GTPase, Rab27a/b, and
its effector proteins, exophilin family members, in regulated
exocytosis. Particularly, we focus on the molecular mechanism
of insulin granule exocytosis by multiple ways using
biochemical, physiological, genetic, and morphological
approaches. We also study in vivo function of Rab27 and its
effectors in the metabolic and immune systems using
genetically engineered mice.
2) Genetic analysis of diabetes and obesity in rodent models
By clarifying the genetic alterations responsible for diabetes
and obesity in rodent disease models, we investigate the
molecular pathogenesis of pancreatic beta-cell dysfunction and
abnormal fat accumulation.

» On-going projects

1. Morphological analyses of secretory granule trafficking,
docking, priming, and fusion by confocal, total internal
reflection fluorescence, super-resolution, and electron
microscopy.

2. In vitro and in vivo functional analyses of the small GTPases,
Rab27a/b, and their effectors, exophilins, in regulated
exocytosis.

3. Effects of impaired Rab27 systems on the pathogenesis of
immune, respiratory, and skin diseases.

4. Molecular mechanism of adipose fat accumulation in obesity,
especially focusing on the role of ALK7 and its ligand GDF3.

BRI DIRFRR

Wang H, Mizuno K, Takahashi N, Kobayashi E, Shirakawa J, Terauchi Y,
Kasai H, Okunishi K, Izumi T*. Melanophilin accelerates insulin granule
fusion without predocking to the plasma membrane. Diabetes 69:
2655-2666 (2020).

Okunishi K*, Wang H, Suzukawa M, Ishizaki R, Kobayashi E, Kihara M,
Abe T, Miyazaki JI, Horie M, Saito A, Saito H, Nakae S, Izumi T*.
Exophilin-5 regulates allergic airway inflammation by controlling
[L-33-mediated Th2 responses. J Clin Invest 130: 3919-3935 (2020).

Bu Y, Okunishi K*, Yogosawa S, Mizuno K, Irudayam MJ, Brown CW, Izumi
T*. Insulin regulates lipolysis and fat mass in adipocytes by upregulating
growth/differentiation factor 3 in adipose macrophages. Diabetes 67:
1761-1772 (2018).

Fan F, Matsunaga K, Wang H, Ishizaki R, Kobayashi E, Kiyonari H,
Mukumoto Y, Okunishi K, Izumi T*. Exophilin-8 assembles secretory
granules for exocytosis in the actin cortex via interaction with RIM-BP2
and myosin-Vlla. Elife 6: e26174 (2017).

Matsunaga K, Taoka M, Isobe T, Izumi T*. Rab2a and Rab27a
cooperatively regulate the transition from granule maturation to exocytosis
through the dual effector Noc2. J Cell Sci 130: 541-550 (2017).

Mizuno K, Fujita T, Gomi H, and Izumi T*. Granuphilin exclusively
mediates functional granule docking to the plasma membrane. Sci Rep 6:
23909 (2016).

21



R REmIEIERPT

F—J— R Keywords

ACEE . FERRIR. B HlAE. PPHRRZ. Tia. 388 b 5 AR—%—
metabolism, diabetes, 3 cell, PP cell, Zinc, Zinc transporter

7 FHECSEHE D 2

Laboratory of Developmental Biology and Metabolism

24Z Professor

ES 5t%

FUJITANI Yoshio

ARASY YT Staff

BiR Professor
®ma 5% FUJITANI Yoshio
HERR Associate Professor
fEsh SATO Takashi
B Assistant Professor
&R ®BF FUKUNAKA Ayako
ez Assistant Professor
gl thF NAKAGAWA Yuko
Bt E Assistant Technician
‘AEH BARE SUDA Asuka
S Assistant Technician
Hi BRF TAMURA Yasuko
Bt e Assistant Technician
o HEEY FUKAISHI Arisa
FiiTES Assistant Technician
X& HER MIZUTANI Wakana
Bt e Assistant Technician
=lE RiEF MIYAZAKI Yukiko
BfrEs Assistant Technician
2 F5h NETSU Haruka
Bt e Assistant Technician
® HAF KAGAMI Noriko
BRI & Graduate Student
#a BX FUKAISHI Takahiro
BRI EE Graduate Student (D4)
Hk Kt SAITO Daisuke

RPgE Graduate Student (D2)

E-UP{ Fuyyv9 17190~ PEREYE Blessing Ofejiro

4 (EFVD-PIDI-24%)  Under Aq/laduai‘e Student (M4)
(]

KITAMURA Yuya
FEEFIMD-PADI-22%)  Under graduate Student (M2)
I B8 OGAWA Mahiro

T RR—5—

vvzwé-,'"

I
ux
L 9
AT E s

1 « PPiAfE )
PoyKOTHR @ @
o

sro—vwmm

ERRAYY ==Y — 1+
ELISARI= &Y PYYE ZREBET - ——
PPEHENISHETEI OV ERRL L v

EIRRGY —=VY

BERTHR PoyKOTHR
RERBRITLY BED
THROPPERISEIT

B8 PoyKOTIROPP
L R R

. o

X 3. @Y — VDB

- PP —

PPIDAPI

stomach stomach
dorsal
pancreas
Ny . dorsal s
4 pancreas
(zn)
ventral duodenum I‘I/ &
pancreas .
PDX1+/+ PDX1 4
— — — — [l sorine gwy-mmuro
forequt pan;ﬁatic/v Pifla AVRVRREMNETD ElrSEEe
O @ @ M””‘ .
Hbg Pt N\ G DAY Mﬂmﬂ
HNF6 Ptfla
—( —>| a-cell
O O O 0 T F VR B
P O_.O_.Q_.. P el ﬁn r ORBILEHNTS
O—'O—’@ p-cell Fukunaka A, et. al. PLoS Genet (2017)
Nest Tamaki M, et al. JCI (2013)
1. B - MERIED S B TERIRDIR X 2. £EFBERICHT2HEIRD T FHIVORE
PP R PPHRY > R4 v FELISA

PPZIFHEICER

‘ Glucagon

Q-

Amino Acids

a cell

Hyperplasia of

GCG' PProells T cells

X4. FETOT VAT AAERICED
BRI B D HETE & & OB e R AR OO 4

22



Department of Molecular Medicine

Laboratory of Developmental Biology and Metabolism

(FRT—)
EEBBROIMIISRIEX D= X LIRS AR EDRF

(B &)

F B #BRR WRERTHERRDIEEER R (L. BIRRPASIRU v I
FO—-LDFRREEDZENFMENTVNE T, e BEOMAE
Tl&. BEAHTBEHORLLED. INSOEXREEMRROIERS S
HROULHIOWT, JFUNILTOEFEZBELTVET,
ELIC, BEFREVIRZRET DI LICELD. FEH
E4EYZE. BV I FILOBRD S, TOESEHERIHEBOS
BERICDBEHFE T, INSOERMAZERLELT, KE
DIFTISFEREAX D= X LDFFBAE EHNIS AR EDRFEZ RS
LET,

»IREETROTOI I b

1. BEBHRRDRE - BLE - HAMEH SHTHERRDIAF

JEENC TS A FHD N WD AT %0 Z DO 2@ & (3. B
OHHERHCHETH Y . Z ORREII N W O FE L - /bl & Bk
BfRDIBH 5, BHINED A2 59 affiid, PPl A - EiniERi D X 7
Z A LOfFENT % LT BEPRIE O FEREFEAE AR & T AR HR OB FE (S E ik
L7z,

2. &EFZERICHITDEIY T FILDEERZER

Wi N o > AR —Z—% 4 L THIIN MR S 2 Mg £ 4 > (3.
B2 eIk RE 2 T 32 > 7 F L e UCHERET 2 Z LD B D2 > T
&, RABRE. T—5 A - X0 iR REO R RES T & LTHGG &
NTV2Zipl 3D RGOt b 242 2 &2 ZH L (Fukunaka
et al. PLoS Genet 2017). Z Ol X 7 = X LOEINC LD ATV 5,
Mg~ > A= Z—2YI0 NS, A EERIC BT 28 S 7 F LDk
I HE AT,

3. PPHHRDEFFZDIREICT %Y —)LDRIF

JRE S R W2 BB O TR ASIE AL TV B DAY Pancreatic Polypeptide
(PP) %43 2 PPHINATH %, PPHIIUDMN 212~ ThETIC
PPHINUC BT 2 85 T A~ T AR08 & nfREIC§ 5 & i~y 2%
FIFET 2 L HCPPICRF R %€ ) 27 a—FLHik 2B L. Fmib L7z
(Hara et al. Endocr J 2019), EEILREIE %@L T, PPHlldO LY
ZHIHLTO X,

Our research

The dysfunction of pancreatic B cells, white and brown
adipocytes, and can cause diabetes and metabolic syndrome.
Our goal is to elucidate the molecular mechanism involved in
the maintenance of homeostasis of these higher-order function
cells, which is the key to glucose metabolism. We aim to
elucidate the molecular mechanism of cellular regulation, from a
variety of viewpoints, including developmental biology, zinc
biology, autophagy, by effectively utilizing genetically
engineered mice. Furthermore, using our findings from basic
medical research, we aim to establish a groundbreaking
treatment for diabetes and obesity.

» On-going projects

1. Research on the biology of pancreatic a, § and PP cells

2. Research on the functional heterogeneity of pancreatic B cells

3. Analysis of zinc transporters involved in adipocyte
differentiation and function
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Specific aims

There are many difficulties in applying basic research outcome to
clinical medicine. Especially, diabetes and other metabolic diseases are
based on interactions of many organs and are consisted of
complicated pathophysiology. We are using bottom-up and top-down
approaches to identify whole aspect of diabetes and metabolic
disorder, finally to elucidate the clues to the development of
therapeutic strategies. Areas of interest include islet cell growth
factors, cell fate determination in endocrine pancreas, metabolic
inflammation, inter-organ communication, plasticity of human islet cells,
and diabetes therapy.

» On-going projects
1. Regulation of beta-cell function and mass in human islets.
The differences in the properties of islets or beta-cells
between human and animal models are have been reported,
and demands for the research using human islets are
increasing. We employ an integrated approach that combines
human islets, human-pluripotent stem cell-derived beta-like
cells, and mouse islets for the translational research on
diabetes.

2. Role of inflammation and interorgan networks in the
regulation of metabolism.
Inflammation and interorgan interactions play crucial roles in
the pathophysiology of diabetes and metabolic diseases. We
explore the regulatory mechanisms of beta-cell functions

through the interactions with liver, fat tissue, and inflammatory
cells by using tissue co-culture system.

3. Pathophysiology of metabolic disorders in human and
animal models.

In addition to analysis of animal models (i.e. transgenic mice
or knockout mice), clinical specimens are required to unravel
the mechanism of human pathophysiology. We aim to identify
key principles of metabolic disorders by forming unified
framework that encompasses preclinical experiments and
clinical studies.
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Specific aims

Based on previous findings of microbiology, it has been cleared that gut
microbiota has a symbiotic relationship with the host through complex
interactions and plays an important role in maintaining homeostasis of the
whole body in host. In particular, metabolites derived from gut microbiota
are absorbed from the intestinal epithelium and go around the entire body
that affect not only the local gastrointestinal tract, but also major
physiological functions such as nerve system, endocrine, and higher brain
function. The intestinal epithelial cells provide a direct interface with the
intestinal bacteria and their metabolites. The direct interaction between
host epithelial cells and bacteria/metabolites causes various biological
interaction. Therefore, we aim to analyze the completely new mechanism
of host-bacteria interaction and understand the function of gut bacteria
including their link to the disease employing interdisciplinary research of
organoid technology, microbiology, and multi-omics analysis. Our final goal
is to realize the society that mucosal ecosystem can be designed freely
through finding functional bacteria acted as probiotics manner.

» On-going projects

1. Analysis of molecular basis underlying interaction
between adult tissue stem cells and gut bacteria

It has been known that complex gut bacteria communities help
essential nutritional and metabolic contributions for their hosts.
However, it is still unclear how those symbiotic host-bacteria
relationships are established. We sometimes could not analyze the
function of bacteria isolated from human feces using animal models
because bacteria have the species specificity. To overcome this
problem, we employ not only in vivo germfree mouse model but also
ex vivo organoid model which enables to culture any organs derived
from any animals such as mouse, rat, dog, porcine and human as well.
Recently, we succeed in establishment of a novel culturing system of
organoid together with anaerobic gut bacteria. In this project, we will
develop this coculturing system with incorporating microfluidics
devises to generate gut-ecosystem on the dish. Using next generation
of organ-on-chip system, we establish the methods how to design our
gut-ecosystem in free against infection disease or aging.

Department of Molecular Medicine

Laboratory of Mucosal Ecosystem Design

2. Understanding disease mechanism caused by bacteria infection

Using intestinal organoid enables in vitro culture of norovirus which
was impossible previously. We could generate not only intestinal
organoid, but also the other organ type of organoids such as lung.
Using lung organoid helps to understand the infection mechanism of
COVID-19 to identify their receptor expressing on the host cells.
Therefore, we also address the biological question about infection
diseases using the advantage of our organoid culture system,
enterohemorrhagic E. coli (EHEC) O-157 strain or colorectal cancer
related bacteria like F. nucleatum.

3. Human organogenesis using organoid culturing system

As the shapes of organs in our body are diverse, each structure is
the result of evolution to maximize the function of individual organs.
There is a long history to study organ development that the process by
which several differentiated cells are properly placed to form functional
organ. However, it is still unknown how the human organs are
developed due to their complexities or ethical concerns. Recently, we
succeed in generating organ in a dish from just an adult tissue stem
cell that are also known as organoid culture system. Therefore, we
enable to track the dynamics of adult tissue stem cells in human during
their developmental procedures. Combined the technologies of
organoid-based organ culture system and CRISPR/Cas9-based
genome editing, we aim to understand the organ development and
repair mechanism in “Human” tissues.
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Specific aims (Fig. 1)

Epigenetics works as a gene switch which is affected by life style. We
aims to clarify; (1) How life style affects this gene switch and cause
diseases (2) mechanisms of gene switches (3) Development of
epigenome editing for epigenetic therapy.

» On-going projects
1. Epigenome and diseases

It has been long time after starting extensive genetic analysis
of human diseases. However, some of the diseases are found
not to be caused by genetic changes rather by the alteration of
epigenome which is the switch of the genes. Aberrant changes
of epigenome caused by life style results in several diseases
like diabetes. It was also found that mutations of genes
involved in the gene switch also cause these diseases.
Therefore, we study knockout mice of these genes to analyze
the effect of anomaly of the switches.

2. Improvement of CRISPR/Cas genome editing technology

Recently, a new technology called CRISPR/Cas for efficient
genome editing system has been developed (Fig. 2). In this
system, an endonuclease called Cas9 cleaves the target site
with a short RNA (guide RNA) complementary to the target.
Knockout mice can be efficiently made by using this system.
We are improving this technology and also use it for making
disease model. There are two ways for this purpose. One way
is to just make knockout mouse with this technology. And the
other is to make iPS model from normal iPS cells. This iPS
model is useful for disease research because it can exclude the
genetic variances.

Biosignal Genome Resource Center

Laboratory of Genome Science

3. Development of epigenome editing using CRISPR/Cas
There is no efficient method for regulating DNA methylation
of specific genes. Therefore, it is impossible to demonstrate the
role of specific methylation in diseases and there is no
epigenome therapy for a specific gene. We are developing the
epigenome editing using Cas9 deficient for nuclease activity.
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Specific aimes

We aim at clarifying the following topics through the use of

genetically engineered animal models.

(A) Mechanisms for metabolic regulation at the molecular level

(B) Regulation of metabolism-related genes by “metabolic
signals” , such as hormones, autonomic nervous systems
and nutrients

» On-going projects

1. We are trying to elucidate the molecular mechanism for pancreatic 3
eta cell dysfunction in type 2 diabetes by analyzing pancreas-specific
genetically manipulated animals (Fig. 1).

2. We are trying to clarify how “metabolic signals” regulate energy
homeostasis in the hypothalamus at the molecular level (Fig. 2 and 3).

3. We are also investigating the molecular mechanism by which plasma
glucagon level is increased in type 2 diabetes.

4. We are searching for novel target genes and novel interacting
proteins for FoxO1 and Sirt1 by mass spectrometry.

5. We are developing a new glucagon sandwich ELISA system and by
using this method we are also re-evaluating plasma glucagon levels
in various conditions.

6. We are also investigating molecular mechanism for the extra
beneficial effects of anti-diabetes drugs toward controlling body
weight and glucagon secretion.

We believe that these studies will lead to new strategies to treat or
prevent metabolic syndrome.
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Obesity 10: 2115-2119(2014)

Kitamura T*. The role of FOXO1 in b-cell failure and type 2
diabetes mellitus. Nat Rev Endo 9: 615-623(2013)
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Specific aims

The Institute for Molecular and Cellular Regulation
(IMCR) Joint Usage/Research Support Center aims to
facilitate the collective management of common
equipment and technical support in IMCR (Fig. 1). Also,
we are working on the research assistance for the data
analysis with advanced information processing, which
is increasingly in demand. We would like to contribute
to the acceleration of the research through technical
support and experimental assistance in IMCR.
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» On-going projects

1. Collective management of common equipment
We are promoting collective management of common

equipment in IMCR for further convenience (Fig. 1).

2. Facilitation of common equipment usage

We are managing a reservation of common
equipment usage in IMCR. Also, we will work on
technical supports and experimental assistance for
facilitation of common equipment usage (Fig. 2).

3. Technical support on the advanced data analysis

We are developing the foundation to enable technical
support in response to the advancement of analysis
technology (Fig. 2).

4. Metabolic research in budding yeast

For a research model using our technical support,
Ohashi aims to elucidate the molecular mechanism of
cellular responses to amino acids and the regulatory
mechanism of amino acid metabolism using budding
yeast.

BT DIRFRRR

Ohashi K*, Chaleckis R, Takaine M, Wheelock CE, Yoshida S.
Kynurenine aminotransferase activity of Aro8/Aro9 engage
tryptophan degradation by producing kynurenic acid in
Saccharomyces cerevisiae. Sci Rep 7: 12180 (2017).

Ohashi K, Kawai S, Murata K*. Secretion of Quinolinic Acid,
an Intermediate in the Kynurenine Pathway, for Utilization in
NAD+ Biosynthesis in the Yeast Saccharomyces cerevisiae.
Eukaryot Cell 12: 648-653 (2013).



REFTimtAFEIE - EAARERRRR &S

i O F IV EF

GIAR/IMCR Collaboration (GIC) Laboratory

Laboratory of Cell Signaling

5 .'-- 3 i vl
Staff

ARAT YT

?J_ £ Assistant Professor
=g IERS TAKAINE Masakatsu

HREHSOMMICESLSET SO0 ?

L] #E
Fz. M L
L

(Y
]

Bl o |
EiRRn

(B &)

I B ICIRIEN S DR b AP REBREFDIR QISR ICE
S5ENTHDH., TOKSFHBRIEITEICINE TEEITN
(FHRRISEEZZFE. HDVISHIRRTEICWcD, LichiD
CTHREOLEHBZF U BT 2 EFEREBRYPEL
DiaBEDRFEICHETH D,

B2 SIERNEEZMIRDOET IV CTHDHIFERZEER L.
HHRDRCIFIRIBR(EICRE UEN S TR )L+ —EIERE S
21%5\ %m?5ﬁ¥$§§%7&fﬁﬂiﬂﬂ LAXIVTHSHCLIEWE

ATV,

P IREEITROTOI I b

1. HHBIRATPS KU GTPEIZEDFT & ERMHIEIIEDEZRR

ATPRGTPIMIIEHN O T AL —BETH 2 L IFIC> 7
FIEEICHBEG L, 205 OEEZBEICHE SN BT
b3, ATPRGTPILEEHITH OB (2 A B i 7 > %
Bl & 29, 2 F 1ML~ TOATPRGTPO B % fif
Mg alldic, 250 DOEEZEE ICHERF 5 70 1A
DA% HIEL TV 5,

2. JUUFHREHEERRNRNEN 2N T HiEd S EENER

F) HHE B BT B R TR MN T Y Y — 4
(purinosome) & FE(XA % ki 2B K3 2% D5, Z DJE BB
LRI ARTEAHTH S, T2 I ThFTICHRDS
) ) — LRSI DS e 2 e 2 A R A M E L., 7
V)V = LB TR ZHLICLESE LTS,
TV V= LNOREOEE #yTEINEY I 2L —2 a3y
TN L. RIS 7Y 8 BRI B (3918 F 2 ik L
TW3,

3. JEF-TIVIFENESEVD [BURD | 55V INOESD
IR IRESER F DREEERRT

Gy 7 I OVELH e R T\ & oS 7 B DS ML e AR -
NI FR 20k TSR s 3
Unconventional protein secretion (UPS)(Z F C 5t % 5 %
BERIE & OBE RIS S, HAETEHZES TS, L L
UPSHIAD /3 FHEMBZIE LA M Sh Ty, K23
UPSIC B9 2 FrBlifs P 2 IR 2 FUH L 7 fem 2 2
) == 2712 X W HE L. UPSOIEEIE )T ORI 2 i ATV 3,

Specific aims
Cells are constantly exposed to various stimuli such as
environmental stress and nutrient sources, and if they cannot

respond appropriately to such external stimuli, they will be
damaged, leading to aging or cell death. Therefore, a detailed

understanding of the cell response mechanism is necessary for
the development of treatments for lifestyle-related diseases and
aging.

Using the budding yeast Saccharomyces cerevisiae, which is an
ideal eukaryotic cell model, we would like to clarify the molecular
mechanism by which cells maintain homeostasis of energy
metabolism while responding to various environmental changes.

» On-going projects

1. Deciphering molecular mechanism and biological
significance of cellular ATP and GTP homeostasis

2. Mechanisms and physiological roles of granule-like
assembly of de novo purine metabolic enzymes

3. Genome-wide screening and analysis of genes
involved in unconventional protein secretion in
budding yeast

BT DIRZFAR

Takaine M*, Imamura H, Yoshida S*. High and stable ATP levels
prevent aberrant intracellular protein aggregation. bioRxiv:
801738 (2021).

Hoshino S, Kanemura R, Kurita D, Soutome Y, Himeno H,
Takaine M, Watanabe M, Nameki N*. A stalled-ribosome rescue
factor Pth3 is required for mitochondrial translation against
?ntibi)otics in Saccharomyces cerevisiae. Commun Biol 4: 300
2021).

Morita R, Numata O, Nakano K, Takaine M*. Cell
cycle-dependent phosphorylation of IQGAP is involved in
assembly and stability of the contractile ring in fission yeast.
Biochem Biophys Res Commun 534: 1026-1032 (2021).

Ito H, Sugawara T, Shinkai S, Mizukawa S, Kondo A, Senda H,
Sawai K, Ito K, Suzuki S, Takaine M, Yoshida S, Imamura H,
Kitamura K, Namba T, Tate SI, Ueno M*. Spindle pole body
movement is affected by glucose and ammonium chloride in fission
yeast. Biochem Biophys Res Commun 511: 820-825 (2019).

Takaine M*. QUEEN-based Spatiotemporal ATP Imaging in
Budding and Fission Yeast. Bio Protoc 9: €3320 (2019).

Takaine M*, Ueno M, Kitamura K, Imamura H, Yoshida S*.

Reliable imaging of ATP in living budding and fission yeast. J Cell
Sci 132 (2019).
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History

BEf26%F 38 1951 March
26 48 1951 April
274 48 1952 April
28 4H 1953 April
29%F 58 1954 May
30% 78 1955 July
32%F 48 1957 April
38% 38 1963 March
38 4H8 1963 April
414 48 1966 April
42% 38 1967 March
47¢% 58 1972 May

Er 6% 68 1994 June

144108 2002 October
164 18 2004 January
165128 2004 December
19 48 2007 April
19% 6A 2007 June
22%F 48 2010 April
23%F 68 2011 June
25%118 2013 November
26108 2014 October
28 4H8 2016 April
314 3H 2019 March
31% 48 2019 April

The Endocrine Research Facility of Medicine was
founded in Gunma University School

First Department (Organ Functions) was started
Research Building 1 was constructed

Second Department (Functional Morphology) was started
Third Department (Experimental Biology) was started
Research Building 2 and 3 were constructed

Second Department was shifted to Department of
Biological Functions Forth Department
(Morphology) was started

Fifth Department (Physical Biochemistry) was started

The Facility was graded up to the Institute of
Endocrinology in the Gunma University

The Institute consisted of First Research Dept
(Morphology) ,Second Research Dept (Physiology),
Third Research Dept (Comparative Endocrinology)
Fourth Research Dept (Physical Biochemistry),and
Fifth Research Dept (Pharmaceutical Chemistry)

Sixth Research Department (Protein Chemistry) was started
Headquerter Building was constructed
Research Facility (Hormone Assay Center) was started

The Institute was renovated to the Institute for
Molecular and Cellular Regulation (IMCR), and Hormone
Assay Center to the Biosignal Research Center

Accepted as a Center for the 21st COE Program

Construction of new building and renovation of
old building were completed

The Institute was reorganized to unite Gene
Research Center with IMCR, and to change Biosignal
Research Center into Biosignal Genome Resource
Center

The Institute for Molecular and Cellular
Regulation was reorganized and a new research center,
namely the Research Center for Metabolic Signals was built

Accepted as a center for the Global COE Program

Selected as a Joint/Usage Research Program for Endocrine
/Metabolism

The Research Center for Biosignal was built
IMCR cerebrated 50th anniversary

Associated with the Gunma University Initiative for
Advanced Research (Research Program for Signal
Transduction)

Collaborative Research Center for Endocrinology
and Metabolism was renewed

The Research Center for Biosignal was abolished

IMCR Joint Usage/Research Support Center was built
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Institute for Molecular and Cellular Regulation
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