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Rab11A, Rab11B

TILINAT—RD1 DDA

Rab11C(Rab25)

BIEADOEAVICELWTERIELTEY, COE

A

ToHd B T7IAAMFDELEIZEL
CENRESNTEY, PILVYNAT—FDEEBEIADIEIEF
(exome)fEHT THLEAEMEMNTRIZESNTLNS
(Udayar, Cell Reports, 20135F) .
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I BHEEZ SN TULVA (Dozynkiewiczis, Dev. Cell, 201275 E).

— Rabl1C (Rab25) DFE4ZHEEFIT HEMBIZEDIZIEZ
fEZE 9 % (Fanb, Pathology, 2006)
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